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Datasets Are Acquired From All Sectors

e The SPARK team receives published and unpublished datasets from industry, academic,
governmental, and nonprofit sources.

e Aglobal community of antibiotic discovery scientists recommends additional targets of interest
and identifies potential data sources.

o Theintellectual property of the original contributor is protected.

Background

e Significant scientific challenges impede the discovery and development of new antibiotics for
Gram-negative pathogens, which are particularly difficult to treat due to their innate efflux and
permeation defense mechanisms.

Economic challenges in antibiotic development force companies to exit this field, risking the loss
of valuable research data.

Sharing results from efforts to answer questions around Gram-negative efflux and permeation
is key to advancing the field; a platform that collates “lessons learned” for future research
endeavors can minimize costly and time-consuming experimental redundancies.

SPARK is a free, openly accessible virtual resource that captures and consolidates Gram-
negative antibiotic data to assist scientists in the pursuit of novel antibiotics.

To request a SPARK log-in, please visit pewtrusts.org/spark-antibiotic-discovery.

Data Standardization Allows Comparison Across Diverse Sources

e Datascientists transform data from all sources into consistent formats (e.g., ug/mL, uM, nM) for
upload into SPARK.

e Experimental conditions, chemical metadata (including structures and physicochemical
properties), and strain genotypes and phenotypes are annotated by microbiologist curators.
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